I23 User sample questionnaire

Contact name / group / university:
MX BAG number:
Type of experiment (phasing / anomalous difference Fourier maps):
Protein Name/acronym:
Small molecule ligand:
Purified construct sequence:

Crystallisation condition:
LCP (Yes/No):
Cryo-protectant:
Average crystal size:
Crystal morphology (cube, rod, plate…):
Crystal life time on other beamline (x degrees at y exposure time at z transmission):

Unit cell:
Space group:
Typical and highest resolution:
Are crystals generally isomorphous:
Expected number of molecules in asu:

Type of anomalous scatterer:
Total number of anomalous scatterers in asu:
Known metal bound to the protein:

Known crystal pathology: (twinning, pseudo-translation, multiple lattices, anisotropy etc…).

Number and sizes of loops: (we will send you the dedicated I23 sample holders and tools)

Do you require any Unipuck / Combipuck handling tools?

Postal address: (to post I23 sample holders). Please include a contact name, email address and phone number.
EORI (Economic Operators Registration and Identification) number of your institution (required for shipments within the EU only) 
